Flow cytometry reveals distinct changes in hepatic inflammatory cell populations
in a diet-induced obese mouse model of non-alcoholic steatohepatitis
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Figure 2 | Left | Representative images of liver stained with anti-Galectin-3 to quantify Some of these populations are partially restored by Elafibranor treatment

inflammatory cells at termination (magnification 20x, scale bar = 100 um). Right | Image analysis
guantification of Galectin-3 staining. Values expressed as mean of n = 11-14 + SEM. Dunnett’s test
one-factor linear model. ***: P < 0.001 compared to NASH Vehicle.

Figure 5 | Liver immune cells in extended ob/ob-NASH mice. Top | Liver lymphocyte populations as
a percentage of total lymphocytes. Bottom | Liver myeloid cell populations as a percentage of total
myeloid cells. Values expressed as mean of n = 7-8 + SEM. Dunnett’s test one-factor linear model.

Flow cytometry-based phenotyping of hepatic immune cell populations permits detailed
guantitative assessment of the anti-inflammatory effects of treatment modalities, including
*. P < 0.05; **: P < 0.01; ***: P < 0.001 compared to NASH Vehicle. the identification of specific activated or regulatory immune cell sub-populations.




